Figure S1A-G. Multiple alignments of the seven genes identified in Macrobrachium amazonicum with other
decapod crustaceans available on NCBI (accessed on: 20 August 2025). Only regions in which the M.
amazonicum sequence is covered are shown. The consensus>70 shows the regions with more than 70%
similarity recorded by the Clustal Omega algorithm.

Figure S1A. EIF gene.
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Figure S1A. EIF gene continued.
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Figure S1A. EIF gene continued.
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M. rosenbergii 1664 T[TT|T|GAGGTTGAT GTGAGTA. .TICATITTTTTICATIGTT|T T]AT|T|GT T|GAAIAIT T|CA|T|G T|T G|GIA T|C T|T|T GIAIA G T|T| AT AITT/TAAT|TIGG

P. carinicauda 1690 C|T[T|T|GAAGTTGAGAIT....GAGTATAATTTTTCCATGTT|T T]AT|TGT T/GAAA(T TAA|T|GT|T GIG/A T|T T|T|GAAl. G T|T|GAAT AT TTAAT|T|GG

P. clarkii alalcbilss.c maems Walbse ss.omes ahes | PR bt P 1 ls eslomililesls dlsle <led ) P 1 e aoslelileloles]| sskilamalsls @

H. americanus 1778 . . TACAAATATAGTTATCAT/GAAAACATITACI TIT . [TITGAGAAGT TG T|TIAA[T GICIA TIGA[TIA Ajalc T C{TTAIT|T AICA[T|GTA[TAT

consensus>70 = .t.t......... We s dm®ns e T.BMBL s cat...tt..t...gaa.tt..t..Eg.at..t..a...t.a.ta..t...t,.
== - § . . . . ooy cacd .

M. icum 1711 [TARAACREAAA GTGGGGAAARATATTGRIARTTTRACITGACATATGTRGG TGAGCGT|T[CG[T|G TAICTACCAAAAATGTT .

M. nipponense 1977 |TAAAGCAAAA GTGGGGAA . AATATTGAAATTTAACTGAICA .. TGTAGGTGAGCGT|TICIGTIGTATTACGAAARAATGTTT

M. i 1749 ([T]ARAACRAAAA GTGGGGAA.AATATTG A[ATTTACCGA ATATGTAGGTGAGC|GT|T|ICAT|GTAICTACCAAAAATGTTT

P. carinicauda 1772 |[TAAA..AGAA TTTGGGGGAAATATTG A GIGTGAGCGT|TICATIGTAICATTAATTCAAAACT

P. clarkii 5

H. americanus 1859 [IT[AlGCARITCC IGCCATCTGARAATAGTAITATAARACTTG. .. . .. ATGCGGT| Alaf

consensus>70 € Biere 0 Bivsiose X oo ow v ezaie s Biliwrerione o v . w6 Ghe wmpe ey B o wionsrew gt wieil




Figure S1A. EIF gene continued.

M. amazonicum 31797 [FcAACTAAR|T[TCTGICAAAAGRTTCCATTABAATGAGITGTATTTGTT TATTITGACRGC IGAATCTTTT TCAMITTTTACTGIAA
M. nipponense 2061 |T|GAACTAAM|T|T|T T|T|GICAAAAGATT{TCCAT TCAAATGAGICTACTATAT . TTGG|TT[TGACAGCT|GAAACT[TTITAAT/T|{T|T TTTAT TG[TAA
M. rosenbergii 1835 |TGAACTAAA[T|TITT/TIGIC(AAAAGATT|TCCAT TC/AAATGAGICTATATATGTTTGT|TTAGAC/AGCT|GAACC T[T TITAAT|T|TT T TTATTG[TAA
: °:*-‘1-;:i=“d-‘ 1857 |TIAACTAA .[AATICT|T|GICATAGGATT|GTATT TAAICAAG . CICATAGTTTTCTTGGTT|TTACAGCTAAACCT|TT|TAACIT|GT TTTAICTG|TICG
clar]
H. americanus 1931 |IGCGGGTAAT|IGCICICIGTGGCATTTAAAAGT, TTTTAACA[TGC
consensus>70 Cisuiine wseiaiin Wk 0 sievaie AEE L it & Ao s Olecatnis et S BTN~ T <. R T
M. amazonicum 1884 TAACATTGCARCATAT .[cAaa AGCATCACACTA..C
M. nipponen 2147 TGATGTTGCAACATAT .lcalac AGCATCGCACTATAC
M. rosenbergii 1922 TGACATTGCARACA...T| .lcalaa AGCATCGCACTGTAC
P. carinicauda 1942 TTGCAATATA[AC|GCA.. .calte AGCGTCTTTTAATAT
By CIRERLE. =~ s sperereere|mslecsienma Ly o] ole: s ] b saem|en I L D T T T T B o L I L o Y PP e
H. americanus 2018 ATATGTGATCACICATTC AA[GICT T TICAITG[T] TATGCAAGATCAAAA
consensus>70 = ..........8C..... . sosCRecbirciessnsenssssBirerncinsnssenctotCRBicsonn cresee e
. . . . . . .
M. amazonicum 1951 ACTATAGTGTGTACTTGTTGATA[TCGAG[T[TGAAAGTCATCAACTACA....ACTCTTGAGAG. .. .[GAACGCTCACCT[T|TT
M. nipponense 2216 ACTGTAGTGTGCACCTGTTGATATTGAG|T[TAAAAGTCTTCTACTAAC....A..GCTCTGGA. . .GAACGCTCACCT|T|TT!
M. rosenbergii 1988 GCTATAGTGTGCACCTGTTGAAATTGAG|TITGAAAGTCATCAACTACA....GCTCTTGAGHAA...GAACGCTCACCT|T|TT]
P. carinicauda 2001 ATGCACATGA...... TAGAATT|TIGGAAT|GTTTTTTAAGTCCTGCAG. . . .CTATTGGGGAA . . .GAACGCTCACCT|T|TT]
Poelarkil =0 soaa mesmssaE s REes RS 6 & R R e SR E BEEESER € R B e e e gl eeeslilEsne saenaatdes
H. americanus 2105 AATTTGAATTTGACTTCATGCTATAATGIACCCTGAATTGAGTTACATTTGATGCTGGGGAGGAAGAGATGGTTGAGIAG
consensus>70 D, TR, - ..ca.tttg
M. icum 2031 T TA[RA[T CTG TAT[TATG . .[eTATT[TICAAACAAC TTT|T[GTAIC[TIGRTIGT TIT G[T|. . C[T TIAGAICRA
M. nipponense 2294 TTARAT CITIGTAT[TATG . .|GGTATT|T|ICAAAICAACT|TT|T|G T AIC|T|GA TIG|T T|T G|T|. . C[T T|T|GAICAA
M. i 2068 TT T CITGTAT|TATG . .(GIGTATT|TICAAACAAC T(TT|T|G T AlC|T|G] ;IGT TGT|. . CTTAGAICAA
P. carinicauda 2075 TTARAT CITIGCTGTAATAT|GGG T CA|T|TCAACAACT|TT|T|G T AICT|GA TIG|T TIT G|T|. . C[T T|G|GAICAA
P. clarkii salalelshelsli b validlsasblenvii caklsbil s al ikl s salanhs caalie s va sa i skl o walsfeniilslel 4 R A e B G AR B
H. americanus 2192 TTC]aCIT AT TTTTATGGGGTTATTITTGC AGTTIC|GTAATAATITIT TAC{TA T TIT TIAGAIGA A
consensus>70 t.a.t s s Blis wow S cooen o Tuns O cCEgEA B AL Lt ot vt ga.aa
M. amazonicum 2107 ATTRATITTG[TccAGTGARGTTATIcAC. . .AACCCATTTTGIRATTTGI[TGETEC T[Tlc TT[T|cARTIATA
M. nipponense 2370 ATTAATC|TTG GCAGTGAAuLxA‘l;iCAC... AC|C C|AT|T T T G TIAIA T|T T G|T|T GG|T/G|C T|TIC T T|T|CAATIATA
M. rosenbergii 2144 AITTAATIC|TTG|TIGCAG|T|GAAGTITATICAC. . .[AIACICCIATITTTG TAAT|T T GIT|T GGT|GIC T|TIC T T|T|CAATATA
P. carinicauda 2153 ATCAATC|TTG[TGCAGT|GARGTITAT/CAC AC|CCIAIT|T TT G T|AA T|T T G|T|T GG|T|G|C ATICTT|T|ICAATATA
R, ‘clavkdd = @20 Jeslils shilesslsls saslels clel sllole sls e 2w slilaaleglelele o s 5. lels Ao s slslas alalzlsls als slels 2liasts dlals s slaslille sslalz sl slse =
H. americanus 2277 AGTAGACAATTIT T TAT/CCRAITITARTITTGAAGAIT TICCITITIAAG T AAIT AT T GIG|T GG|G(GIT| ATTCATATATITCT
consensus>70 a..a..c...t....t..a.t.at...... a..cc.t..... a..ttg.tgg.g.at..t eicc.am. ot at o
. . . . N . . . .
M. amazonicum 2190 [glc..AA.[TlcRTAAMGcTGRTT TfTcAlclaARGTeT/cAACT]. Ac] ATC[TT|GART|A| CCCTGTCGACGTTTTACA
M. nipponense 2453 |GCAARAA.|TC] A[T|GC TGJAT T T|T|C|A/G|C|C AJAIG|T GT|GAA[C T|. AC| Al
M. rosenbergii 2227 A..A.[TICATAAITIGC TGAITT T|T/ClAlGICIA AAGIT G T|GAACT|. A A
P. carinicauda 2236 [GCAATCATARTGCTGATTATCT|TICAGICICARGITGTGAAICT.GC A
P. clarkii = L ..oee]oe]es]e ofe]s s e o o afelofefefefe ofe]efe o ofs o ofe ofs oo .
H. americanus 2364 |GAATGTAIARTTGTATAARAGAITAACTGRAATGTITTTICTITAARA
consensus>70 Fovoonse t.at..t....a...t.a.c..a.tgt...ct...a
M. amazonicum 2273 TCCAAGCTGGTCCTTTCATTAGGGCTG..CAAAGTAGTTGTTCAAAGTGTTCA..... TGAAGTGAGATGCTCTGAAAAATCA. ...
M. nipponense 2538 TCCAAGCTGGTCCTTTTCTTAGGGCTG..CAAAGTAGTTGTTCAAAGTGATCA..... TGAAGTGAGATGCTCTGAAAAATCA. ...
M. rosenbergii B e
P. carinicauda 32
P. clarkii ER veseesea e s eenaeas B T T T P S P sear et e e e
H. americanus 2447 ..GTGGTATGTGATGTAATTTGAGTTCTAAGAGGTTGGTGAACAGATAAGGATTGCTATGTTGTGTTGTATTGTAAGAAGTGAATCA
CoNSONSUS>TO = .t i et e ee e e s e s e s aae s e s e e e s e e s e e s e e e e e s e e e s e me s e s ee et e esaee s s se e e s e e e
M. amazonicum 2349 GCAGTATAATCTATTGCTTCATCACAGCTCTTAAGCTGCTCTA...TTAACAAATTATGA...AGCTTTAGCAGATTTTTTATTTGT
M. nipponense 2614 GCAATATAAACTATTGCTTAATCACAGCTCTAAAGCTGCTAATATTATAACAAATTATGA...AGCTTAGCAGATTTTTTAATTTGT
M. rosenbergii By B
P. carinicauda
P. clarkii cees .
H. americanus 2532 TTACTGGAATGAATTGCACTACTGTATGTAGACATTTGATAAA

consensus>70




Figure S1A. EIF gene continued.
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Figure S1B. 18S gene.
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CACGTTCTTGATGTGAAATTTTGAGCAACTACCTGGTTGATCCTGCCAGT,
F I Y T CATATGCTTGTCTCAAAGATTAAGCCATGCA
B o Yool i clch il e) W ieloh dclolop Neh N T CATATGCTTGTCTCAAAGATTAAGCCATGCA

c e ee e et et easeseaasssaeaseeess . TACCTGGTTGATCCTGCCAGT)|
csam e S R P S I T S CTGCCAGT

TGTGTCAGTACAGGHCERWENTAAGINICHAAAMCHEHEAATGGCTCATTAAATCAGTTATCATTATTTGATEGNAA S TEWITACT
TGTGTCAGTACAGGECIEEINTAAGECEAAAMCIEHEEGAATGGCTCATTAAATCAGTTATCATTEATT TGAT[EHAAANETIMTACT,
TGTGTCAGTACAGGECEGINIT A AGEC AAWCEEAATGGCTCATTAAATCAGTTATCATTE®ATT TGA TSP NAA I TEWITAC T
TGTGTCAGTACAGGClelesdiTAAGlEClEAAABCIREAA TGCGCTCATTAAATCAGT TATCATTATT TGA T[N AT TACT
TGTGTCAGTACAGGCCGGTCTAAGGC AAAECINMAATGGCTCATTAAATCAGTTATCATTEATT TGATEIENAACINETEWITAC T
TGTGTCAGTACAGGECle(eai TAAGECEAAAMCEHASGAATGGCTCATTAAATCAGTTATCATTEATT TGA T[SeE\A A NS TN T AC T
TGTGTCAGTACAGGECleliei T AAGECEAAAMCEHAGAATGGCTCATTAAATCAGTTATCATTEATT TGA T[ofeliAA AlolN@ TN T AC T
TGTGTCAGTACAGGEC/cleidelT A A GEClda A AMCHIGAA TGGCTCAT TAAATCAGT TATCAT TATT T GA T{chA AN THWATAC T
TGTGTCAGTACAGGEClEGNETAAG[ECEAAAMCIHNEAATGGCTCAT TAAATCAGTTATCATTEATT TGA T SINAA MG TEMTACT
TGTGTCAGTACAGGEC[EliNeTA AG[Eclda A AlcClEddAA TGGC TCAT TAAATCAGT TATCATTMATTTGAT{SoAA Al TINE T AC T

Eccr AAAMCIEHEAATGGCTCATTAAATCAGTTATCATTEATT TGATSSENA AN TN T AC T
AAAMCEINEAATGGCTCATTAAATCAGTTATCATTSATT TGA T{efelAA AN T WY T AC T|
TGTGTCAGTACAGGECESONNTAAGECEHAAAMCEHEAATGGCTCATTAAATCAGTTATCATTATT TGA T{HaEIA AN TENGTAC T
TGTGTCAGTACAGGcCg.tcTAAGgCgAAACCgCcgAATGGCTCATTAAATCAGTTATCATTCATTTGAT. .aAA. .cTa. TACT

CGGATAACCCTGGTAATTCTAGAGCTAATACGTGACLSHNIIEMAACTCCGAC TIA[MGGGAGGAGTGCTT TTATTAGRENASAA C|
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGA[SISHNINEAACTCCGACT[HEgANGGGAGGAGTGCTTTTATTAGElNEARA A C|
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGA[SINUNEINSEAACTCCGACTEEANNGGGAGGAGTGCTTTTAT TAGLESNEAMIAA C|
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGA[SINUNINSEAACTCCGACTEHEANGGGAGGAGTGCTTTTATTAGLENEARMAAC|
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGA[SINUNINEAACTCCGACTEEANNGGGAGGAGTGCTTTTATTAGEENEAIAAC|
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGACCAhTACAACTCCGACTGGAAGGGAGGAGTGCTTTTATTAGTTGAAAAC
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGAOCAHTACAACTCCGACTGGAAGGGAGGAGTGCTTTTATTAGTTGAAAAC
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGALUSIMEWENAACTCCGAC T[HEANGGGAGGAGTGCTTTTATTAGEENEARAA C
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGASSIFIVYNIAACTCCGAC T[IAINGGGAGGAGTGCTTTTATTAGHSNEAINAAC
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGASSRVEIMMAACTCCGACT/HHANGGGAGGAGTGCTTTTATTAGHEREANAA C
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGACCAHTACAACTCCGACTGGAAGGGAGGAGTGCTTTTATTAGTTG*AAAC
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGA[ISHEidEAACTCCGACT[HSANGGGAGGAGTGCTTTTATTAGpNebIARAA C
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGA[SegNIAACTCCGAC T[EHANNGGGAGGAGTGCTTTTATTAGENEARIAAC]
CGGATAACCCTGGTAATTCTAGAGCTAATACGTGAC. .tt. .AACTCCGACTggAaGGGAGGAGTGCTTTTATTAGttgAaAAC

CAPACGGEWESTCGGTCCG TFTTTTACTTGTGATGACTCTGAATAACTTTGTGCAGAGAGCACGGTCTCCGCACCGGCTCCGTA
CAERYEIC GG[EIeMIT CG G T C C Gi¥lel{epNe T T L.NeMYe|G T GEMIGACTCTGAATAACTTTGTGCEAGAGEIGCACGGTCTCCGCACCGGCTCCGTA)
CARNSC GG T CGGTC C GplieR\el T T (CIepyIG T GEMIGACTCTGAATAACTTTGTGCRIGAGIIGCACGGTCTCCGCACCGGCTCCGTA)
CAEYSC GGIEIS T CGG T C C GRiSNORNe T T [cloRyNG T GEMIGAC TCTGAATAACTTTGTGCE\GAGE\GCACGGTCTCCGCACCGGCTCCGTA]
CARXElC GGl T C G G T C C GhilellelNel T TINeRC T GESIGAC TCTGAATAACTTTGTGCEGAGIGCACGGTCTCCGCACCGGC TCCGTA)
CAAGCGGGCCTCGGTCCGTTkAGTTTACTGTGATGACTCTGAATAACTTTGTGCAGAGGGCACGGTCTCCGCACCGGCTCCGTA
CARNECGG[EET CGGTC C GEssel Vel T TNl G T GEMIGACTCTGAATAACTTTGTGCE\GAGEGCACGGTCTCCGCACCGGCTCCGTA)
CAERYEICGGEE T CG G TC C GyselVe] T Tl G T GEMIGACTCTGAATAACTTTGTGCR\GAGI\GCACGGTCTCCGCACCGGCTCCGTA]
CAESNCGGEIST CG G TC C GslefehVel T T plieldG T G[eMGACTCTGAATAACTTTGTGCOGAGEGCACGGTCTCCGCACCGGCTCCGTA)
CAAGCGGGCCTCGGTCCGﬂTCAGTTTACTGTGATGACTCTGAATAACTTTGTGCAGAGGGCACGGTCTCCGCACCGGCTCCGTA
CAAGCGGGCCTCGGTCCGTTEjGTTTACTGTGATGACTCTGAATAACTTTGTGCAGAGGGCACGGTCTCCGCACCGGCTCCGTA

CAAGCGGGCCTCGGTCCGTA&ACTTACTTGTGATGACTCTGAATAACTTTGTGCAGAGAGCACGGTCTCCGCACCGGCTCCGTA
cAkYdc ccldedeT cG G TCCClpieNeE T TINNENG T GEXGACTCTGAATAACT TTGTGCE\GAGEGCACGGTCTCCGCACCGGCTCCGTA
CAagCGGgccTCGGTCCGt.ca.TT. . .tGTGatGACTCTGAATAACTTTGTGCAaGAG. GCACGGTCTCCGCACCGGCTCCGTA

TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAETGGCTGTTACGGGTGACGGAGAATCAGGGTT)|
TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAETGGCTGTTACGGGTGACGGAGAATCAGGGTT|
TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAETGGCTGTTACGGGTGACGGAGAATCAGGGTT
TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAETGGCTGTTACGGGTGACGGAGAATCAGGGT T
TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAETGGCTGTTACGGGTGACGGAGAATCAGGGTT)
TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAETGGCTGTTACGGGTGACGGAGAATCAGGGTT)

TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAETGGCTGTTACGGGTGACGGAGAATCAGGGTT)
TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACANNTGGCTGTTACGGGTGACGGAGAATCAGGGT T
TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAETGGCTGTTACGGGTGACGGAGAATCAGGGT T
TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAETGGCTGTTACGGGTGACGGAGAATCAGGGTT)
TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAETGGCTGTTACGGGTGACGGAGAATCAGGGTT
TCTTTCGAGT TTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAETGGCTGTTACGGGTGACGGAGAATCAGGGTT
TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAETGGCTGTTACGGGTGACGGAGAATCAGGGTT
TCTTTCGAGTTTCTGCCTTATCATGCTGTGGATTGTAGGCCATGCGCCTACAGTGGCTGTTACGGGTGACGGAGAATCAGGGTT




Figure S1B. 18S gene continued.
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MGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCHGGG
GATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCHEGGG
MGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCHGGG
INGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCHGGG
[MGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCEGGG
MGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCHMGGG
[M@GATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCHGGG
[MGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCHGGG
[M@GATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCHGGG
[MGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCHGGG
[MGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCHGGG
[MGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCHGGG
[GATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCINGGG
CGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCACGCAAATTACCCAATCCCAGCTCtEGGG

AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC
AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC
AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC]
AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC
AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC
AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC

AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC
AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC
AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC
AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC
AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC
AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC
AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC
AGGTAGTGACGAAAAATAACAATGCGGGACTCTTCCGAGTCTGCGTAATTGGAATGAGCACACTTTAAATCCTTTAGCAACAAC

CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTARAAAGCT|
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTARNAAAGC T
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTARNAAAGCT)
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTARAAAGCT)
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTARNAAAGCT)
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTABAAAGCT)
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTARAAAGCT)
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTARNAAAGCT)
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTARNAAAGCT)|
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTARNAAAGCT
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTARAAAGCT)
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTARNAAAGCT)
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTARAAAGC T
CAATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTAAAGTTGTTGCGGTTAAAAAGCT

CGTAGTTEGAENTCAGTTINCGGACTGEEHEMGGGAGGTCACCGCCCGGTGCTTECCCHMAGEISTC CGAACAGCT T{Slele TR Nehy G|
CGTAGTTGA[ENTCAGT THCGGACTGEeMGGGAGGTCACCGCCCGGTGCTTEC CC[HMAGEETCCGAACAGCT T[oole (¥
CGTAGTT[EGAEETCAGT TEMCGGACTGEIdeMGGGAGGTCACCGCCCGGTGCTTEMC CClepNelA G{ElsiTCCGAACAGCT T [olefe] T [cFNelyG|
CGTAGTTEGAEETCAGT TCGGACTGEHEECGCAGGTCACCGCCCGGTGCTTEC CCle¥eA GEETCCGAACAGCT Tofofel T (¥ NeRiG
CGTAGTTEGAEETCAGTTECGGACTGEIEGGCGAGGTCACCGCCCGGTGCTTEC CCleh¥elA GlefeTC CGAACAGCT T{slolel TP G
CGTAGTTEGAEETCAGT TMCGGACTGEMECCCAGGTCACCGCCCGGTGCTTEC CCle¥sA Gl TC CGAACAGCT Tofofel T[eFNeEiG
CGTAGTT[GA[EMT CAGT TECGGACTGEMAEGGGAGGTCACCGCCCGGTGCTTEC CCehNelA GEJeITC CGAACAGCT T{slelel T(cFNehiG
CGTAGTTCGAQCTCAGTTCCGGACTGQCCGGGGAGGTCACCGCCCGGTGCTTCCCCGTCAGGCTCCGAACAGCTTCTGTGAGTG
CGTAGTTEGAETCAGT TMICGGACTGEMEGCGAGGTCACCGCCCGGETGCTTEC CCleNeAGINSTC CGAACAGCT T[He T[FNeRiC
CGTAGTT[EGANETCAGT TMICGGACTGEEMGGCGAGGTCACCGCCCGGTGCTTEC CCENNSAGEETCCGAACAGCT Tololel T idel. Wi G
CGTAGTTEGAETCAGTTECGGACTGSONREGCGCGCAGGTCACCGCCCGGTGCTTEC CCIENNSAGEISTC CGAACAGCT T(SIeFNT (€N G|
CGTAGTTCGAg.TCAGTTcCGGACTGg. . . GGGAGGTCACCGCCCGGTGCTTcCCCgtcAGgcTCCGAACAGCTTccgTgagtG

GAAGCCAAGCCGGTTCTGCGGGGTGCTCTTIACCGAGTGT[CCGIWNEGGCCGGCCAGT TMACCTTGAATAAATGAGAGTGCTC]
GAAGCCAAGCCGGTTCTGECGGGGTGCTCTTIACCGAGTGT[YCCGINMGGCCGGCCAGTTMACCTTGAATAAATGAGAGTGCTC]
GAAGCCAAGCCGGTTCTGEMCGGGGTGCTCTTIACCGAGTGTMC CGMEEMGGCCGGCCAGT TMACCTTGAATAAATGAGAGTGCTC]
GAAGCCAAGCCGGTTCTGECGGGGTGCTCTTMACCGAGTGTECCGEEHGGCCGGCCAGTTMACCTTGAATAAATGAGAGTGCTC
GAAGCCAAGCCGGTTCTGECGGGGTGCTCTTOMACCGAGTGTECCGEEMGGCCGGCCAGTTMACCTTGAATAAATGAGAGTGCTC
GAAGCCAAGCCGGTTCTGECGGGGTGCTCTTIACCGAGTGTMC CGEEGGCCGGCCAGTTEMACCTTGAATAAATGAGAGTGCTC]
GAAGCCAAGCCGGTTCTGECGGGGTGCTCTTACCGAGTGTMCCGEEMGGCCGGCCAGTTMACCTTGAATAAATGAGAGTGCTC]
GAAGCCAAGCCGGTTCTGECGGGGTGCTCTTEMACCGAGTGTECC CGEMEMGGCCGGCCAGTTEMACCTTGAATAAATGAGAGTGCTC
GAAGCCAAGCCGGTTCTGECGGGGTGCTCTTEACCGAGTGTECCGHEMGGCCGGCCAGTTEACCTTGAATAAATGAGAGTGCTC
GAAGCCAAGCCGGTTCTGECGGGGTGCTCTTACCGAGTGTEC CGHIEMGGCCGGCCAGTTACCTTGAATAAATGAGAGTGCTC
GAAGCCAAGCCGGTTCTGECGGGGTGCTCTTEACCGAGTGTECCGEEIMGGCCGGCCAGTTACCTTGAATAAATGAGAGTGCTC]
GAAGCCAAGCCGGTTCTGCCGGGGTGCTCTT . ACCGAGTGTcCCG.gcGGCCGGCCAGTTCACCTTGAATAAATGAGAGTGCTC
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AAAGCAGGCTACTCTEGAATACAATGCCEGAATEMTEVNSTGCATGGAATGATGGAAGATGATCTEGGTTCEATT T T(ET TG GLYNE
AAAGCAGGCTACTCTEGAATACAATGCCEGAATEMTINNNTGCATGGAATGATGGAAGATGATCTEMGGTTCEATT TT(ET TG GiNele
[ AAAGCAGGCTACTCTEGAATACAATGCCEGAATIMNTHMITGCATGGAATGATGGAAGATGATCTEGGT TCEATT T T[T TG Gpaele]
AAAGCAGGCTACTCTEGAATACAATGCCEGAATIITMENTGCATGGAATGATGGAAGATGATCTEGGTTCEATT T T(€T TG Gpyele
AAAGCAGGCTACTCTEGAATACAATGCCEGAATEMTENNMTGCATGGAATGATGGAAGATGATCTEGGTTCEATT T TET TG Gpele
AAAGCAGGCTACTCTMGAATACAATGCCHEGAATEMTINMMTGCATGGAATGATGGAAGATGATCTEGGTTCEATT T T®T TG Gpyele
AAAGCAGGCTACTCTOGAATACAATGCCEGAATEMTENNETGCATGGAATGATGGAAGATGATCTEGGTTCEATTT T®T TG Gpyele
IAAAGCAGGCTACTCTEMGAATACAATGCCEGAATETINMETGCATGGAATGATGGAAGATGATCTEGGTTCEATT TTEOT TG Gjyele
AAAGCAGGCTACTCTEGAATACAATGCCEGAATEMTINPNTGCATGGAATGATGGAAGATGATCTEGGTTCHATT TTEAT T G Glefony

AAAGCAGGCTACTCTOGAATACAATGCCHEGAATEMTINNMTGCATGGAATGATGGAAGATGATCTEGGTTCEATT TTET TG Gyele]
AAAGCAGGCTACTCTEGAATACAATGCCEGAATEMTINMNTGCATGGAATGATGGAAGATGATCTEGGTTCEATT TTET TG Gjpuele
IAAAGCAGGCTACTCTEMGAATACAATGCCEGAATEMTINMETGCATGGAATGATGGAAGATGATCTEGGTTCEATT TTET TG Gjele]
AAAGCAGGCTACTCT.GAATACAATGCCCGAATgtTaccTGCATGGAATGATGGAAGATGATCTCGGTTCCATTTT. TTGGtgg

TGGGAGCC[HAGGTAATGATHAAMAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG
TGGGAGCCENSAGGTAATGATEAABAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG]
TGGGAGCC[MEAGGTAATGATEHAAGAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG
TGGGAGCC[HMEAGGTAATGATEHAABAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG
TGGGAGCCEYSAGGTAATGATEHAAGAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG
TGGGAGCCENYAGGTAATGATEAABAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG
TGGGAGCCENSAGGTAATGATEHAABAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG
TGGGAGCCHYSAGGTAATGATENAABAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG]
TGGGAGCCENEAGGTAATGATHAAMAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG
TGGGAGCCEYSAGGTAATGATEHAAEAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG
TGGGAGCCHNSAGGTAATGATENAAEAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG)
TGGGAGCCEYSAGGTAATGATEAAEBAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG
TGGGAGCCEYSAGGTAATGATEAA[BAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG
TGGGAGCCagAGGTAATGATaAAgAGGGACTGTCGGGGGCATCCGTACTACGACGCGAGAGGTGAAATTCAGTGACCGTCGTAG

GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG]
GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG]
GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG]
GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG]
GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG
GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG

GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG
GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG]
GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG
GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG]
GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG]
GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG
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GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG]
GACGAACAACAGCGAAAGCATTTGCCAAGAATGTCTTCGTTGATCAAGAACGAAAGTTAGAGGATCGAAGGCGATCAGATACCG

CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC
CCCTAGTTCTAACCCTAAACGATGCTGACTAGCAATTCGCCGTCGTTATTCCCATGACGTGGCGAGACGCCCCCGGGAAACCTC

AAGTHWTTTGAGTTCCGGGGGTAGTATGGTTGCAAAAMTGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT|
AAGTETTTGAGTTCCGGGGGTAGTATGGTTGCAAAAEGTGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT
AAGTOTTTGAGTTCCGGGGGTAGTATGGTTGCAAAAGTGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT
AAGTEITTTGAGTTCCGGGGGTAGTATGGTTGCAAAACTGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT|
AAGTTTTGAGTTCCGGGGGTAGTATGGTTGCAAAAEMTGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT
AAGTEITTTGAGTTCCGGGGGTAGTATGGTTGCAAAAMTGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT|
AAGT@TTTGAGTTCCGGGGGTAGTATGGTTGCAAAAMTGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT,
AAGTTT TGAGTTCCGGGGGTAGTATGGTTGCAAAAMTGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT
AAGTETTTGAGTTCCGGGGGTAGTATGGTTGCAAAAMTGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT
AAGTTTTGAGTTCCGGGGGTAGTATGGTTGCAAAAMTGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT
AAGTMTTTGAGTTCCGGGGGTAGTATGGTTGCAAAAMTGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT
AAGT[§TTTGAGTTCCGGGGGTAGTATGGTTGCAAAA[ETGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT
AAGTTTTGAGTTCCGGGGGTAGTATGGTTGCAAAAMTGAAACT TAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT
AAGTCTTTGAGTTCCGGGGGTAGTATGGTTGCAAAA . TGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCT
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GCGGCTTAATTTGACTCAACACGGG[EAAMCTEACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT)
GCGGCTTAATTTGACTCAACACGGGEIAA[ECTEMACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT,
GCGGCTTAATTTGACTCAACACGGGEIAA[ECTMACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT,
GCGGCTTAATTTGACTCAACACGGGEIAA[ECTMACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT)
GCGGCTTAATTTGACTCAACACGGGEIAA[GCTMACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT,
GCGGCTTAATTTGACTCAACACGGGEAAMCTMACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT)
GCGGCTTAATTTGACTCAACACGGGEAAMCTMACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT)
GCGGCTTAATTTGACTCAACACGGGEAAMCTMACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT)
GCGGCTTAATTTGACTCAACACGGG[EAAMCTEMACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT
GCGGCTTAATTTGACTCAACACGGGEIAAMCTEMACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT)
GCGGCTTAATTTGACTCAACACGGGEAAMCTMACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT,
GCGGCTTAATTTGACTCAACACGGGEAAMCTEACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT,
GCGGCTTAATTTGACTCAACACGGGEIAAMCTMACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT
GCGGCTTAATTTGACTCAACACGGGaAaAA.CTcACCAGGCCCGGACACCAGAAGGATTGACAGATTAAGAGCTCTTTCTCGATTT

GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT,
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT,
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT,
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT,
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT,
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT,
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT,
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT,
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT,
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT,
GGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGGTAACGAACGAGACTCTGGCCTACT

AAATAGTEGACGHEGTTT TGGTGCATGGGCCEMCGTTCGABMACHGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGALY
AAATAGTEGACGHNEGTTTTGGTGCATGGGCCHCGTTCGANMACINGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGALS
AAATAGTEGACGINEGTTT TGGTGCATGGGCCHCGTTCGABACERGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGAY
AAATAGTEGACGIRMYEGTTTTGGTGCATGGGCCHCGTTCGARACIGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGALS
AAATAGTEGACGIMNEGTTTTGGTGCATGGGCCHCGTTCGARNACIRGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGA]S
AAATAGTEGACGHEGTTTTGGTGCATGGGCCEMCGTTCGAMACEIGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGALS
AAATAGTEGACGHEHYGTTTTGGTGCATGGGCCECGTTCGAMACIENGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGAS
AAATAGTEGACGEEUCGTTT TGGTGCATGGGCCMCGTTCGAMACIGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGA]S
AAATAGTMGACGEUGTTTTGGTGCATGGGCCMCGTTCGARMACINGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGALY
AAATAGTEGACGEEGTTTTGGTGCATGGGCCECGTTCGAMACENGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGALY
AAATAGTEGACGEEEGTTTTGGTGCATGGGCCMCGTTCGARBACIGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGALS
AAATAGTEGACGEHEGTTTTGGTGCATGGGCCMCGTTCGAMACIGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGA]Y
AAATAGTEGACGEEMGTTTTGGTGCATGGGCCCGTTCGAMACE\GTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGAIS
AAATAGTgGACG. . .GTTTTGGTGCATGGGCC.CGTTCGACACaAaGTCTTCTTAGAGGGATGAGCAGCGAGTATAGCTGCAGGAgG

AT TGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC THS
ATTGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC Ty
AT TGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC Thue
I ATTGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC The
ATTGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC TS
ATTGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC TN
ATTGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC TN
AT TGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC T{ele
ATTGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC Thue
AT TGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC Ty
ATTGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC Thue
I ATTGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC ThaS
ATTGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCC THNS
ATTGAGCAATAACAGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGCTACACTGAATGGGTTAGCGGGTTGTCCTE

TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTINCCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTICCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTICCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTCCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTICCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTICCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTICCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTCCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTICCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTWCCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTIWCCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTICCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTICCCATGAACGAGGAATTCCC
TCCGAGAGGAGCGGGAAATCGCGTGAAAACCATTCGTGATAGGGATTGGGGCTTGCAATTGTTtCCCATGAACGAGGAATTCCC




Figure S1B. 18S gene continued.
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AGTAAGCGCAAGTCATCAGCTTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGATTT
AGTAAGCGCAAGTCATCAGCTTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGATTT,
AGTAAGCGCAAGTCATCAGCTTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGATTT
AGTAAGCGCAAGTCATCAGCTTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGATTT,
AGTAAGCGCAAGTCATCAGCTTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGATTT
AGTAAGCGCAAGTCATCAGCTTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGATTT
AGTAAGCGCAAGTCATCAGCTTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGATTT
AGTAAGCGCAAGTCATCAGCTTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGATTT,
AGTAAGCGCAAGTCATCAGCTTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGATTT,
AGTAAGCGCAAGTCATCAGCTTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGATTT
AGTAAGCGCAAGTCATCAGCTTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGATTT
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Figure S1C. RPL18 gene.
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Figure S1D. (3-actin gene.
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GGAAAAGATCTGGCATCACACTTTCTACAATIGAACTITCGTGT]
GGAGAAGATCTGGCATCATACCTTCTACAATGAACTTCGTGT,
GGAGAAGATTTGGCATCATACCTTCTACAATGAACTTCGTGT,
GGAGAAGATCTGGCkTCNCACTTTCTACAATGAAC%TCGTGT
GGAGAAGATCTGGCATCACACTTTCTACAACGAGCTICCGTGT]
GGAGAAGATCTGGCATCACACTTTCTACAACGAGCTICCGCGT|
GGAGAAGATCTGGCATCATACCTTCTACAACIGAGCTICCGCGT|
GGAGAAGATCTGGCACCACACTTTCTACAATGAGCTICCGTGT]
GGAGAAGATCTGGCACCACACTTTCTACAATGAGCTICCGTGT]
GGAGAAGATCTGGCACCACACTTTCTACAATGAGCTICCGTGT]
GGAGAAGATCTGGCACCACACTTTCTACAACGAGCTIGCGTGT]

. :
C[GCCCCCGAAGAGCACCCC

TIGCCCCC/GAAGAGCACCC|C
TIGCCCCC/GAAGAGCACCCIC
TIGCCCCT|GAAGAGCACCC|C
TIGCCCCC/GAGIGAGCACCCIG
GIGCCCC|CIGAIGGAGCACCCA
GIGC TCC|CIGAIGGAGCACCCA
GIGCCCCC/GAIGGAGCACCC|C
GIGCCCCC/GAGGAGCACCC|C
GGCCCCAGAGGAGCAccﬂA
GIGCCCCAGAIGGAGCACCCA
GIGCCCCAGAIGGAGCACCCA
GigcccgciGAGGAGCACCCC

at.gt.ac.aactggga.gacatggagaagatctggca.ca.actttctacaa.ga.ct.cgtgt.gcccc.ga.gagcaccc.

[GTTCTICCTGAC|GGAGGCTCCC T T|GRACCCARAGGCCRAT

IGTTCTCICTGAC|GGAGGCTCCCCTIGAACCCIAAAGGCICAACAGGIGAAAAGATGACCCAGATTATG
GTCCTCTTGACGGAGGCTCCCCTIGAACCCAAAGGCICAACAGGIGAAAAGATGACCCAGATCATG)

IGTCCTICCTGAC|IGGAGGCTCCCCT|GAACCCAAAGGC|CAAC
GTACTCCTGAdAGAGGCTCCCTTGAACCCTAAGGCTAAC
GTCCTCTTGAQCGAGGCTCCTTTGAACCCAAAGGC
[GTCCT|GICTGACICGAGGCTCCCCTGAACCCICAAGGC

GIGGAAAAGATGACCCAGATCATGH
GGIGAGAAGATGACCCAGATTATGH

[GTCCT|GCTGACICIGAGGCTCCCCTICAACCCICAAGGCTAACICIGCIGAGAAGATGACACAGATCATG
[GTCCTGC TGAC|ICGAGGCTCCCCTICAACCC/ICAAGGCTAACCGC/IGAGAAGATGACACAGATCATG
r''l'CC”I'GC'I‘G}&C\GGAGGCTCCCCT(ZA:\CCCC/‘&I\GGCCAAf‘{CGC‘GA.)\.AAGRTGACCCAG}\TCll\'l'L'S

GTCCTIGCTGACIGGAGGCTCCCCTICAACCCICAAGGC
GTCCTGCTGAGGGAGGCTCCCCTCAACCCCAAGGC
GTCCTGCTGACIGGAGGCACCCCTICAACCCICAAGGC

T T

gtcct.ctgac.gaggctcccct.aaccc.aaggce.

>£»»>r>>>>>—ﬁ>£i

ATGTA §CLY &G > Ch GGl “[8GG®IA T T8G SIGAEGGES
GCCATGTACGTQGCGATCCAQGCCGTqCTqTCCcTGTAeGCcTC:GG CGTACCAC GGtAT GTGCT GACTC GG.GA.GG.




Figure S1D. p-actin gene continued.
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Figure S1D. p-actin gene continued.
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TGAGTCTGGACCICTCAATTGTIGCACAGGAAATGCTTCTAATTITAGGTCTAGGTCTTTA
TGAGTCTGGACCATCCATITGTACACAGGAAATGCTTCTAAGTICAATATCTTTATTTTT
TGAATCTGGTICCTTCTATTGTACACAGGAAATGCTTCTAA
CGAGTCTGGACCATCAATCGTTCACAGGAAGTGCTTCTAAT TAACAAAATGTACATGA
CGAGTCTGGACCATCAATITGTITCACAGGAAGTGCTTCTAATTAACAAAATGTACATGA
CGAGTCTGGACCATCAATICGT|TCACAGGAAGTGCTTCTAATTAACAAAATGTACATGA
CGAGTCTGGICICCICTCICAT|ICGT|ICICACAGGAAGTGCTTCTAAATTGCTATCCTTCATTTA
CGAGTCTGGICICCICTCICATICGTICICACAGGAAGTGCTTCTAAATITGCTATCCTTCATTTA
CGAGTCTGGCICCICTCICAT|ICGTICCACAGGAAGTGCTTCTAAATTGCTATCCTTCATTTA
TGAGTCTGGACCICTCAATICGTICICACAGGAAGTGCTTCTAAATTACTATCCTTCATITA

atgtggatcagcaa.ca.gagta.ga

.gagtctgg.cc.tc.at.gt.cacaggaa.tgcttctaa.t



Figure S1E. a-tub gene.
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siie oyimieei we e ol eaTaiai wie s ersusee sieloe]s o INDCORRICIBCABACT ETERCETACEERA
TCCCGTCGCTGTAACCGCCAACCCGCCTCAGA|ICGTCATCCAAT/CIGCGGACTCTCTCGTACGGAA
CCGCCATCCCGCCTCAGACGTCATCCAATICGCGGACTCTCTCGTACGGAA
ceeescesaaess . CTCTCTCGGAGTCTCAGACGTCATCTAATICIGCGGGCTCGTCAACACGTGA]

aie Sileiaiene we A & .GGTGGGAAGCCAGCGC|CGGCATCCAATITGCGGGAAGTTCCAACGCTGC
CGAGCGTATATATACCGGTGAGAAGGCAGCACICGGCATCCAATITGCGGGAAGTTCCAACGCTGC
CGAGGGTATATAAACGGGTGAACGCCGTGGCGICGCAGGCCAATICIGCGGGAACACCACACGAAGG

TTITiccA. TAT. . . . . TT]Alc/ccc TiTTjaaAlcACACTT
TTTTARTA.CAT. ... .TTAC/C/CCC|TITAAAAACACTT
CTT|TIGCC. CT|T|TTTAAGC|GIC/ICIAAATICACTACTTATIC

TTTTWCA.TAR.. LTT TFCCTTJAA CACACTT|

ERWVATGCGTGAETGHATC TCERATMCA(ETHGGECAGGCHGGEGTMCA)
IR ETGCGTGATGEATC TCERNT[HCA(SMITEIGGICAGGCHGGEG T[®CA
SN T GCGTGAETGEATC TCENETMC A T(EGCGINCAGGCHMGGENG T[MC A
...rjrrTATCTlcccTCcTART/ICIcCCTICAAAACT CAAT[SA AlC|hbdeloleb deF NG idel C L debdel . GidC obNC TEIG el T [oF Nelelel T [efel T [ehy C (oFN
CAAAGTTCTTICITATTTCARCTTTAICCAAAAATCCACHA Alchbfefolelb Xed N a el c ENdehdel c chyc PN T ciyclele c[hNefelel T [efe] T [chy G [oF
...t .....t.......@a.c...t. @aaa......tCaa.aTGCGTGAgTGCATCTCagT.CA..T.GG.CAGGCtGGtGTcCA

...TﬂTTATCqCCCTCTA Ticlccc|TiclcAAACT TAA[T

VAT GCGTGAETGEATCTCENETHCANETHNGGECAGGCHGGHGTECA|
ERVUNT GCGTGAETGEATC TCENETICANNET@MGCGECAGCGCHNGGINGTECA
IRV VATGCGTGAETGEATC TCENETIC AUNE TG GE|CAGGCIG GG T[§IC A

GATGGGCAATGCCTG.TGGGAGCT.TA.TGCCT.GA.CA.GGCAT.CAGCCtGAtGG.CAGATGCC.TC.GACAA.AC.ATtGG

GAWGACTCCTTCA T) G| A T| T
GAMGACTCCTTCAABACOTTCTTCAGEGA[EACHGGEIECINGGEAAECAMGTECCEMAGAGCHGTEOTTINGTMGASMOTGGA
GAMGACTCCTTCAABACHTTCTTCAGEGA[EACHGGHECINGGIEAACAMGTMCCEMAGAGCIGTETTINGTMGANNNTGGA

G T G|G|
T G|G|
T G|G|
EeCAMGACTCCTTCAAMACKWTTCTTCAGEGARACHGGESCHGCGINAAECAMGTECCEAGAGCEGT(ETTEGCTEGANETGGA
T
T
T|
G

ABACMTTCTTCAG

GA[EACEGGMECIGGINAA[ECAMGTECCMAGAGCHGTET TG T{EGAMET GG A)

C G|

VUG ANGACTCCTTCAAMACMTTCTTCAGEGASACHGGINICINGGEAACANGTINCCIVAGAGCHWGTET TG TEGA[SMIT GGA)

P NEUCANCGACTCCTTCAAMACMTTCTTCAGEIGA[SAC[EGCGUIMICINGGEAAINCANGTINICCINAGAGCINGT®T TING T(E/GA[SMIT GG A

PNEUGCAMGACTCCTTCAAMACOMTTCT TCAGEGA[SACGGURICINGGEAAINCARGTINCCINAGAGCINGT[MT TENG TINGA[SMYT GG A

JRelEsCAWGACTCCTTCAAWACWT TCTTCAGKGAEIA CIG GOMICENGGEAAINCANG TINCCINAGA GCENG TINT TING TING AN T G G A
.GT..g.GA.GACTCCTTCAACAC.TTCTTCAGCGAgAC.GG..CaGG.AA.CA.GT.CC.AGAGCtEGT.TTtGT.GA..TGGA

G TIGANGAEG TEEGEA C TAMSGHCAGHWTGTT@ECA] GARN\CAGHWTGAT) GGEAAINGAINGAMGC

A [T CEG T§8 G| GGG TE PCChy T TENSC

A STCHG TG TEGAMGAEG TIESGEIACIGGEIG TET AMUGHCAGHTGTTCANCCHGAINCAGHTGATHNACHMGGEAAEGAIGAMGC!
A (T CESGC TING T{EG ANG AlEG T[EEGEACIAGGENG T[T A[MEGCAGINTGCTTCANWCCHGAINCAGHTGATIACEGGEAARNGAINGA[MGC!
G (€T CG TG TENG ARG AFNG TEVAGEIA CHG GENG T{eT ANNSGMCAGETG T TMCAMCCMGA[CAGNT GATMACMGGINAAEGAINGANGC!
A T CESG TING TIG ANG ALEG T[EJSGOA CING GING T[T A[MSGICAGO TG TTINCANC CHGAECAGITGATINACINGCGUINAAEGAEGANGC]
A

A

G

LT CYSG TESG TR G ARG AlEG T[ElSIG @A CRG GEG TSI T A G CAGETG T TINCANC CRGA[ECAGHTGATINACKHGGIAAEGA[EGANGC!
BE\ITCHG TG TIGANGAEG T[EEGEA CIG GG TET AMECHCAGETGTTINCANCCHMGAECAGHTGATIACEBGGIAAEGA[EGANGC)
(T CENG THYG TENG ARG AlSG TIEISGIA CIAG GG TIET AMINGECAGETGTTECANCCHWGA[ECAGETGATMACEGGWAAEGAIAGAMGC!
aCC.TCtGTtGT.GAtGAgGTgcG.AC.GGtGTCcTACcG.CAG. TGTT.CAtCCtGA.CAGtTGATtACCcGG.AAgGA.GA.GC

BAABAAT ANG CIWC GHGGIEICAMTACACHBA TG GEAARNGAESATING TINGANWG THG T[JETINGACMGWA T[MC GEAA GET (G CENG A
EAABAAGT AWNG CIWC GRGGEICAMTACACHBA TG GEAANGAESATINGTINGANG TG T(EHTINGACEGINAT[ECGEAAGINT[EGCEIGA
PWAABAAGT AWG CIC GIGGEICABMTACACHBA TG GEAARNGAEA TG TINGANG TG T[ETINGACOGINATECGEAAGUT[EGCIIGA
SAABAAMTANGCECGHNGGHWCAMTACACEATHNGGEAAEGAEATING TENGANG TENG TEMITENGA CEIGEATSC GIAAGET[EGCRGA)
GC.AA.AA.TAtGC.CGtGG.CA.TACACCAT.GG.AAaGA.ATtGT.GA.GTtGT..T.GAC.G.AT.CGCAAGtT.GC.GA

SAANAANT ANGCECGHGGHWCAWTACACIATOGGIAARNGAIIATINGTINGAMG THG T[OMIT([EGACIRIGIIATICGEAAGETINGCING A
EAANAANTANG COICGEIGGICABMTACACEATINGGRAARGARNATEGTEGCAGGC TG TSETECACIGEIATINC GBAA GINTING CIG A
E\AAWAANTAMGCECGCHGGICANTACACHEATEGGEIAARGAATEGTOGAMG TG TEMTEGCACIGE\ATICGEAAGHTIAGCHMGA
SAACAAGTAMG CMCGENGGMCANTACACIATEGGEAANGAIA TG TEGANGTEGT([HETEGCACEGENATEMCGEAAGHTINGCMGA)

R Kol -

TCAGTGCACTGGTCTTCAGGGCTTCFTGATTTTCCATTCCTTTGGAGGTGGCACCGGCTCTGGTTTCACTTCICTTCTGATGGA
BCAGTGCACHGGHCTINCAGGGIT TEETEA TIT TCCANTCCT TMGGINGGIGGEACEMGGCTCHGGETTCACETCEC THETEATGGA

TCAGTGCACTGGTCTCCAGGGCTTCKTGATTTTCCATTCCTTCGGCGGTGGCACCGGCTCTGGCTTCACATCCCTT@TGATGGA
bicacrceaclicoiic THcAGGGT TEeTldA T[T TccAfiTcecT TG Gl GGEGGMAacEcccTcllcadTTcAcHTCcldc TETMATGGA
[MCAGTGCACEGG CTTCAGGGCTTCﬂTGATCTTCCATTCCTTTGGTGGAGGTACTGGCTCAGGCTTCACCTCACTCFTGATGGA
[CAGTGCACKGGIC THCAGGGET T TEA T[MT TCCAMTCCT TG GWGGEGGIWACKHGGC TCHGGETTCACBTCEC TMET{EAT GGA)
[MCAGTGCACEGG CTTCAGGGCTTChTGATCTTCCATTCCTTTGGTGGAGGTACTGGCTCAGGTTTCACCTCACTCCTGATGGA
BCAGTGCACHGGEC TECAGGGET TET{®A TT TCCAMTCCT TINGGIGGINGGEACKHGGCTCENGGETTCACKTCIC T{EMNTEATGGA
.CAGTGCAC.GG.CTtCAGGGCcTTc.TgAT.TTCCAtTCCTT.GG.GG.GG.AC.GGCTC.GG.TTCAC.TC.CT.cTgATGGA




Figure S1E. a-tub gene continued.
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Figure S1E. a-tub gene continued.
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THSG G{@IA T{&lA A ChY CCiG AAGGTGTCTAGAGCICIGTGTGCATGIC|T|T|TC
TENG G[&IA T{8A A ChN GT|G AAGGTGTCTCGTGCTGTGTGCATGTT|GITC
CL:Nelely T(elel C LRy C LYo T G T|G AAGGTGTCTCGTGCTGTGTGCATGT|T|GTC
BAAGGTINGGEA TEAACHS GT|G AAGGTGTCTCGTIGCTGTGTGCATGT|T|GITC
[$A A GG T[€]G GSA T{8A A Chg A GTIG AAGGTGTCCCGTIGCICIGTGTGCATGCTIGITC

CAAGGTtGGCcATcAACta.cagcc.cc.ac.gt.gt.cc.gg.g..ga..t.gc.aaggtgtctcg.gec.gtgtgecatg.t.tc

CAACACCACTGCCAT] ITGGGCTCG| CAAGTT|CIGAICICTGATGTATGCCAAGCGTGC|GTT|TIGT|C[CACTG
CAACACCACTGCCAT, TGGGCTCG| CAAGTT|CIGA|ICICTGATGTATGCCAAGCGTGCCITTITIGT|ICICACTG
CAACACCACCGCCAT, TGGGCTCG| AICAAGTT|CIGAICICTCATGTATGCCAAGCGTGCT|TT|ICIGT|CICATTG
TAACACCACTGCCAT, TGGGCTCG| AITAAGTTITIGAITCTGATGTATGCCAAGCGTGCTITTITIGT|GICACTG
CAACACCACTGCCAT] TGGGCTCG ATAAGTT|TIGATICTGATGTATGCCAAGCGTGCTTT|ITGT|GICACTG
CAACACCACTGCCAT] TGGGCTCG| AITAAGTT|T|GA|ITICTGATGTATGCCAAGCGTGC|T|TT|TIGT|GICACTG
CAATACCACTGCCAT) ILIGGGCACG AICAAGTTITIGAICICTGATGTATGCCAAGCGCGCCTTICIGT|GICACTG
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Figure S1F. EF1-a gene.
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Figure S1F. EF1-a gene continued.
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M. amazonicum PGl CAGACCCGRGARNC ARG TR INGCHGTRAABAAGATGGACAGEACKH
M. nipponense Lyl MlcicAGACCCGRGAC ARG TINE GCRGTEAAMAAGATGGACAG[SACKH
M. rosenbergii KIVElGHCAGACCCGHGARNCAlG TINE NGCcHGTEAAMAAGATGGACAG[SACKH
M. orfelsii PYUElGHCcAGACCcCGRGANC ARG TINE NccHGTEAAMAAGATGGACAG[SACH
M. japonicus IT3WlGEcAGACCCGEGAC ARG T(c peclecTEAAMAAGATGGACAG[SACE
P. vatsabei Ly{llcecacacccGecAEC ARG T/d EcclcTEAABAAGATGGACAG[SACH
. Andiots ELEBNGICAGACCCGGA[EC ASG Tieliy ECCGTEAAMAAGATGGACAGEACH
? 5 2 Ly} WllGEcAGACCCGINGAEC ARG (e EcclecTEAAMAAGATGGACAG[SACHE
P. chinensis PYTElcicAcAcccGiNGaldcac e BGCRGTEAABAAGATGGACAGHAC
P. fallax EfYAlcicacaccccilcalfcaldc riE WeclcTEAASAAGATGGACAGEACH
H. americanus ELCMlGI cAGACCCGRGAINC AG T(Hd WeCHGTEAABAAGATGGACAGEAC
C. quadricarinatus 575 [elc[sFNeFNotololelT FN:FNc Eic ! WeclcTldAAAAGATGGACAG[EACH
P. ornatus 576 [cln[ehNep Nelololel T [FAG FNC R T|C cclecTAAMAAGATGGACAGHACE
P. trituberculatus 466 [CT[ehNehNofolofelC (PG ShNC[ehiG/C [EGCHGTEAAMAAGATGGACAG[SEACH
S. paramamosain IT3WllGEcaGACCCGEGACAlG TEE EcclcTEAAMAAGATGGACAG[SACH
E. sinensis LkVAllGldcacaccccecaldcaldc TEd EcchicTEAABAAGATGGACAGEA CH
consensus>70 G.CAGACCCG.GAQGCACGT.cT..TGTGCTTCAC.CcTgGGtGT.AAgGCAQGCT .AT.gT.GC.GTCAACAAGATGGACAGCAC.G

M. amazonicum 542 c| ESEVG C[8T AR T[elA A GAARIG TG G T A C A A[SC CLYSEISIN
M. nipponense 662 T| E\elyG Clo T A T[®MAAGAALG TIIG GE§T A CA ASC CLV:\GlelrN
M. rosenbergii 476 | IShiGcleT ANETA A GA ARG TG G T A cAASC cINESISN
M. orfelsii 332 T| BehG cHTANTINAAGAAG T[8G G T A CAASC LYY
M. japonicus 545 T| i\ feic cleTAldeT/8AAGAAEG T[EGG[S8T A CAAC C el
P. vannamei 660 C| ENefe G CETA[MET(MAAGAA[EG T[EGG[®TACAAMC Cricebye
P. indicus 637 A iV feic cleT Al T[EAAGAAEG TG G[8T A CAAC CLENANE
B Sl ety 655 A INefelc cdr AldeT(eAAGAASG T[8G G[eT A CAASC CLENAN
> 530 T| i\(ehyc ChyT Al THIA A GAAEG T[EGG[ST A CAAfC CLENEIYY
P. fallax 666 I\ PG C T AMETIAAAGAAEG TG GET ACAAMC C LNV,
H. americanus 637 T| NG CleT Al TINA A GAAEG TG GE{T A CA ARNC C il
C. guadricarinatus  gs9 T ISk G el AT A AGAAG TEGGHT A CAA[SC cIXSEIY
P. ornatus 660 G| EhlEG CHTAETIAAGAAG THGGETACAASC ChReiEie
P. trituberculatus 550 T| MG CETAMMETMAAGAAEGT[EGGETACAAMC Chw:Nalelhy
S. paramamosain 545 c| \felic cleTAlET[MAAGAAEG T[EGG[T A CAA[C ClhNE
E. sinensis 616 pLiG[efeic A c| G| c A [siNefelc cldT AlddT[8A A GAAEG T[8G G[eT A cA AldC CEVNEINY
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Figure S1F. EF1-a gene continued.
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Figure S1F. EF1-a gene continued.
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Figure S1G. GAPDH gene.
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Figure S1G. GAPDH gene continued.

M. amazonicum
M. nipponense
M. rosenbergii
M. orfelsii

P. carinicauda
P. japonicus
P. indicus

P. monodon

P. chinensis
P. vannamei

G. locusta

P. ornatus

P. trituberculatus
C. sapidus
consensus>70
M. amazonicum
M. nipponense
M. rosenbergii
M. orfelsii
P. carinicauda
P. japonicus
P. indicus

P. monodon

P. chinensis
P. vannamei
G. locusta

P. ornatus

P. trituberculatus
C. sapidus
consensus>70
M. amazonicum
M. nipponense
M. rosenbergii
M. orfelsii

P. carinicauda
P. japonicus
P. indicus

P. monodon

P. chinensis
P. vannamei

G. locusta

P. ornatus

P. trituberculatus
c. idus
consensus>70
M. amazonicum
M. nipponense
M. rosenbergii
M. orfelsii
P. carinicauda
P. japonicus
P. indicus

P. monodon

P. chinensis
P. vannamei

G. locusta

P. ornatus

P. trituberculatus
C. sapidus
consensus>70
M. amazonicum
M. nipponense
M. rosenbergii
M. orfelsii

P. carinicauda
P. japonicus
P. indicus

P. monodon

P. chinensis
P. vannamei
G. locusta

P. ornatus

P. trituberculatus
C. sapidus

consensus>70

336
328
220
220
289
583
276
478
526
217
299
492
279
181

420
412
304
304
373
667
360
562
610
301
383
576
363
265

504
496
388
388
457
751
444
646
694
385
467
660
447
349

588
580
472
472
541
835
528
730
778
469
551
744
531
433

672
664
556
556
625
919
612
814
862
553
635
828
615
517

TtCAACGAgATGAAGCCcGAGAACATTCCATGGAaGCAagGC.GG.GC.GA.TAcaTcGT.GA.TCcAC.GG.GT.TTCACcACc

(G CCAMT T C[ehNelele
MGCOCAMT T ClehNelelelelCGEGMEAAGCAAEGTEETONITC T CEGCHCC
(SGCEICATT ClebNelele(sl G GeG8AAGAAEG T(EETEFNTC TCHIG CEC Cle
OGCCAT T ClshNelelebyG G GloieA A GAAEG T[eE T[T C T CleiG ClelC C(of
TECIOPNCHRSCA GGG TEETEC TEVNEFPAGERA (A NC Aol el T ([ele T (ofel 2
GCHCAET T ClehNelelelel GG GeMAAGAAEG T[NT[@INT C T CleiG ClelC Clof
OGCECA[TTCleh¥elelelolCGEGEEAACAAEGTTOINTC T C@IG CiyC Cle
MGCECAMT T ClehNeleleyC G GeleAAGAA[EG T[HINTINT C T C[eiG ChyC Cpy
CESCOPATENSC A GGG TEECEC CLENPPAGC ey C (AT Aol dslC (els) T (ofe C
MGCHMCAMTT ClepNelelelelCGOGEISAAGAAEG T[SENTIAT C T C8G ChyC Cpy
EGCHCAEBTT CEYIF VNG GO GEISAAGAAEG TSENTSFITC T CpyG CpyC Cpy
TESTACYNSTC T GGCEETEC CERNEFPAA [EWY T\ ANC Gidelbdsl T [elslC (ool |
TESTOPACURNEAC T GG TEETEC CLENEFPAGEMY T |AUC Abdeldel T (el T (ofe) T
PGCCANT T CLNMEIEy G G GSISAA G AAEG TRENTSFNT C T CpyG CpyC Cpy T} IT| A

aTcGAgAAgGCctc.GC.CACcTTCcaggg.GG.GccAAGAAGGT . aTcaTCTC.GC.CC.TC.GC.GA.GC.CCCATGTTCcGT.

MCCCATGTTEG T
BCCCATGTTEGT
SCCCATGTTEG T

@MCCCATGTTEG T
BCCCATGTTHG T
MCCCATGTTMGT(e
MCCCATGTTMG T
ECCCATGTTMG T/
MCCCATGTTEGT(Y
MCCCATGTTEGT(Y
PBCCCATGTTEG TS
[EICCCATGTTEGT(q

INECAEAAETAIESEAAEGCABATGCALNEETHCTMT CEAAMGCEOTCOTGCGCACEACSAACTGCETEG CBC Cloie T e
IEGCACAAFCTACNMNAACGCAMAT GAINETMCTHT CAAMGCOT COMTGCACEACOAACTGCETEG CISIC Clofe T (o
S GAFNAAIET AlSSNEAAEGCABATGALPNETING T T CINAAWGCITCOTGCACINACBAACTGCETING C[8C Clole T by
MEGCAEAAETAMNGSAAEGCAMATGALNSETEGCTET CEMAAMGCETCHTGCACHACHBAACTGCETEG ClSC Clole T (o
S CAEAAETAMSNSEAAEGCAMAT GAMNSETEGCTET CEAAMGCETCHTGCACMACMAACTGCETEG CEC CloieT (o
IEGAEAAETAINSAAAECAMATGAMNSET(ECT[ET CEMAAMGCMTCHTGCACHMACMBAACTGC[T WG ClSC Clofe T (o
MEGCAEAAFETASSNESAAECAMATGAMNSETECTETCOAAMGCCOMTCWTGCACBACBAACTGCETHG ClSIC Clefe T (o
WEGCAEAAETANIAAAEGCAMATGANSET(ECT[ET CEAAMGCEMT CWTGCACHBACMAACTGCMTEG CEC C[oFAT (o
ENEGAEAAETABNSSAAEGCABATGCAMITHGCTHT CEAABGCETCOTGCACOACHAACTGCETING CSC CleleT (o
ERGAEAAINT AN A APNG ANA T G ALSNETING TEAT CIAABGCINT CTGCACEACEAACTGCHTEG CENC Clofe T (o
(SIEGAEAAETASNNSIAAEGCABATGALNEETEGCTHT CEMAANGCEOTCOTGCACHACEBAACTGCETEG CENC CLYE T by
PNEIGAEAAET ARSI AAEGABAT G ALNEIE TEGT[®T CBAAWGCET COMTGCACEACKIAACTGCETEG CENC CLYE T by

oHOoOOPPFEPPOO0O0H8O0Q

EAEGCCGHCTEATGACCACHEGTECAMG COENMSA CHBGCMACOMCAGAAGACHEG TN
EARNGGECTHATGACCACHGTECAMG ChlelsA CING CEMACBMCAGAAGACHG TN
AEGGICTMATGACCACHG TENC ANNG CheliA CIG CMACBCAGAAGACHG T

C| SAEIGCGICTMATGACCACKNG TINC ARG CHMEBUNA CIGCMACMCAGAAGACHING TH¥
GCcAAGGTccT.cAcGA.AacTTcGagATcgt .gAgGGtCTCcATGACCAC.GT.CAcGCcgtcACcGCcAC.CAGAAGACCGT.

00HOEOOOPHOOOO -

CGABGCGIWCCETCEMGCEMAAGGABTGCGGCGEGGINGGIICGEGGIGCEGEIMCAGAACATSA Ty
GABGGHCCETCEMGCEBAAGGABTGGCGEGGHNGGNCGHNGGEGCEGHISCAGAACATEA TN
GANGGEICCETCEGCEAAGGABTGCGCGHNGGHGGECGHGGIGCHNGEINCAGAACATSIA Ty
GANGGECCETCHMGCMAAGGABTGGCGHGGINGGECGCGRNGGEGCEBGHEMCAGAACATEATE
GAMGGECCHETCMGCMAAGGAMTGGCGIGCHNGGEMCGHNGGEMGCEMGEMC AGAACATHIATW
GARGGEMCCHETCMGCEAAGGAMTGGCGIGCHMGGECGHGGMGCEGMEC AGAACA THIA T
GAGGEMCCHWTCEGCEAAGGABTGGCGIGCGHMGGECGCGHGGEGCEGEMCAGAACATINA T
GARIGGECCHTCEGCEAAGGAMTGCGGCGIGCHGGECGHNGGEGCHGMECAGAACATSATE
GABGGHNCCETCEMGCEBAAGGABTGGCGHGCGHGGMCGHGGINGCHGEISCAGAACATSA TN
GANGGHCCETCEGCEAAGGABTGGCGHGGHNGGINCGHGGEGCHGMEC AGAACATEAT
GANGGEICCEITCHGCHAAGGANTGGCGEGGHGGECGHMGGHNGCHGEIN\CAGAACATEATY
GANWGGEICCETCHWGCHWAAGGABMTGGCGINGGINGGECGIGGHINGCHNGIIN\CAGAACA THA T
GAcGG.CCcTCcGCCcAAGGACTGGCG.GGtGGCCGtGG.GC.GeccCAGAACATCAT.CC.TC.TCcAC.GGecGC.GC.AAGGCe

PPPOHHHOOOOOQO




Figure S1G. GAPDH gene continued.

M. amazonicum 756
M. nipponense 748
M. rosenbergii 640
M. orfelsii 640
P. carinicauda 709
P. japonicus 1003
P. indicus 696
P. monodon 898
P. chinensis 946
P. vannamei 637
G. locusta 719
P. ornatus 912
P. trituberculatus 699
C. sapidus 601
consensus>70 GT.GGCAAgGTCATcCC.GAgCcT.AACGG.AAgCT.ACCcGGCATGGCCTTCCG.GT.CCcACCcCC.GACGTgTC.GT.GT.GA.

M. amazonicum dSEldET[€dcEEAAGCGAFTGC TCHTANWGAMGABATEAAGGCEGCCATGAAGHCE c]

M. nipponense [efefelelie T [BGEIHAAGGAETGC TCOTAMGAMGAMATMAAGGCEGCCATGAAGECH (of

M. rosenbergii CeldETdcideararccalgrccTcTAldcARGAMATEAAGGCMGCCATGAAGHC]H c|

M. orfelsii [ddelelsT(ecle8AAGCGANTGCTCHTA[MGANGANATMAAGGCMGCCATGAAGHC c

P. carinicauda [SeETWGEHEAAGCGA[ETGC TCETAGANGAMATIAAGGCIGCCATGAAG[HCH C|

P. japonicus el T WGanAGGABTGCTCHTA[MGAMGAMATMAAGGCMGCCATGAAG[ECH c

P. indicus [ciefelelie T sy CIEeAA G CAETGCTCRTABGANGARATAAGGCEGCCATGAAGHHCH c

P. monodon [eefelelel T GIeAAGGARTGC TCHTA[MGANGAMATMAAGGCEMGCCATGAAG[ECH c

P. chinensis [ddelesTicEaAAcGAETGCTCMTA[GANGAATMAAGGCMGCCATGAAG[ECH c

P. vannamei el efelelel T [oGIeeAACGABTGCTCHTAWGANGAMATEAAGGCMGCCATGAAG[EHC c

G. locusta leltets Gl A A GGAlTGeTC g TARGAGAlA TAA GGl CCATGAAGECH c

P. ornatus ey dcEdeAAGGABTGC TCHTANGAMGAATMAAGGCHGCCATGAAG[HCH G|

P. trituberculatus (SN T GlEeA A GGANTGC TCITAWNGANGANAT[MAAGGCHGCCATGAAG[HCH c

C. sapidus ielerNbETdcF\a A ccaTGCTCNTARNGANGANATMAAGGCGCCATGAAG[ECH c
consensus>70 CT.AC. gt cg.cT.GgcAAGGAgTGCTC.TA.GA.GACATCAAGGCcGCCATGAAGYGC.GCc.C.GAGGg. .. .cC.

M. amazonicum 921 G G| ACC| GAGA [AAGGChy
M. nipponense 913 G G ACC| GAGA GCHWAAGGC(
M. rosenbergii 805 c G EXelel GAGA| GCAAGGC
M. orfelsii 805 G, G Acc] GAGA GCAAGGCH
P. carinicauda 874 C| G ACT GAGA GCEAAGGCH
P. japonicus 1168 G C GTG ATCC GCH\AAGGC[
P. indicus 861 G C G T G| ATCC] GCHAAGGC[d
P. monodon 1063 G c GTG CTCC! GCHAAGGC(H
P. chinensis 1111 G C GTG CTCA: GCHAAGGC(d
P. vannamei 802 G C GTG ATCC! GCHAAGGC(H
G. locusta 887 Ci G| GTC TGCC GCIAAGGCH
P. ornatus 1077 T G ACG| CTGC GCEAAGGC[H
P. trituberculatus 864 Ci G ACT GAGA GCIAAGGCHy
C. sapidus 766 C| G ACT GAGA GcaAGGCH
consensus>70 GGcgt .cTgGGaTACAC.GAgGACGA.GT.GT.TCct.cGACTTc...GG.GAC....ggTC.TCcATCTT.GAcGC.AAGGC.
M. amazonicum 1005 TGGTACGACAACGAGTTCGGCTACTCTCRACCGC[GTC[GTaGAIT[cTC
M. nipponense 997 TGGTACGACAACGAGTTCGGCTACTCICCACCGCIGTIC/GTICIGAICITTG
M. rosenbergii 889 TGGTACGACAACGAGTTCGGCTACTCITCACCGCGTICATICIGATCTC
M. orfelsii 889 TGGTACGACAACGAATTCGGCTACTCTCACCGT|GTICATIC/GAITIC TC
P. carinicauda 958 TGGTATGACAACGAGTTCGGCTACTCITAACCGT|GTICATTIGATCTC
P. japonicus 1252 TGGTACGACAACGAATTCGGCTACTCICAACCGC|GTIGATICIGAICICTC
P. indicus 945 TGGTACGACAACGAATTCGGCTACTCICAACCGCIGTIGA TIC/GAICICTC
P. monodon 1147 TGGTACGACAACGAATTCGGCTACTCICAACCGCIGTIGATITIGAlCICTC
P. chinensis 1195 TGGTACGACAACGAAITTCGGCTACTCICAACCGTIGTIGA TICIGAICIC TC
P. vannamei 886 TGGTACGACAACGAATTCGGCTACTCCARACCGCIGTIGATICIGAICICTC
G. locusta 971 TGGTACGACAACGAGTACGGCTACTCICAACCGT|GTIC/GTGIGATICTC
P. ornatus 1161 TGGTATGACAACGAATTCGGTTATTCICCACCGTIGTICATICIGAICICTC
P. trituberculatus 948 TGGTATGATAACGAGTTTGGCTATTCICAACCGTIGTICATIT|IGATICTG|
C. sapidus 850 LA T by CRYG| T} - ..

consensus>70 GG.ATcCAGecT.AGCAA.ACcTTcGt . AAggT.GT.TC. tggtncglcaacga ttcggcf.actc. .accg. gt-. at. g

M. amazonicum 1089 C[TIGRAGCACATGCAGAAA] GATGCCTAAGGA[GGAGTGTTTAGGAATTGTTTTGCTTACAGTATTCCTTTTGG. . ... ..TGG
M. nipponense 1081 T(T|GAAGCACATGCAGAAAGTAGATGCCTAAGAAGGAGTCTTTGAGGAGGGGGGAATGATGACCTTTGCTTACAGTATTCCTTTG
M. rosenbergii 973 T[T|GAAGCACATGCAGAAAGCAGATGCCTAAL . o|.|c v cvevenn.n s
M. orfelsii 973 T|T|GAAGCACATGCAGARAAGTAGATGCCTAAL . .|.|. . S
P. carinicauda 1042 TT_‘GAAGCACATGCAGAAAGT!AGATGCCTAAAGAG(TGATACTCTTCAGTATTCCTTGAATATGTCTGAAAGGTTTTTG. ¢ <9 ETT
P. japonicus 1336 C[T|CAAGCACATGCAGAAGATTIGATGCCTAAGGC|GTTGGCCTCGTTTGCAGGATGTGAGGAAGGGAGGGCGCGAGGGACGGCGTG
P. indicus 1029 C[T|CAAGCACATGCAGT/CC|GT|GIGATGCC TAAIGGCGITCGGCCTCGTGTGCAGGATGTGAGGAAGGGAGGGCGCGAGGGACGGCGTG
P. monodon 1231 C[TICAAGCACATGCAGACC|GT|GGATGCCTAAGGC|(GTCGGCCTTGTGTGCAGGATGTGAGGAAGGGAGGGCGCGAGGGACGGCGTG
P. chinensis 1279 C[T|CAAGCACATGCAGAICC|GT|GIGATGCCTAAIGGC/GTCGGCCTCGTGTGCAGGATGTGAGGAAGGGAGGGCGCGAGGGACGGCGTG
P. vannamei 970 C|T|CIAAGCACATGCAGAICC|GTICIGATGCCTAAGGC/GTCTGCCTCGTGTGCAGGATGTGAGGAAGGGAGGGCGCGAGGGACGGCGTG
G. locusta 1055 A[T|CAAACACATGCAGG|CC|GC/CIGATGCGTAAATGAGACCACTTTCCCCCTCTTTTGTCTTTATTGTTGTTGCGCTAGGATGACCT
P. ornatus 1245 ATICAAGCACATGCAGAAGGTTGATGGCGCC TAAGAAGCATGTAGAAGCACTACACATCTTCGAGAGAGGTTCTGCGGAATGCTA
P. trituberculatus 1032 GT"CAAGCACATGCAGAAGGT}GGATGGTGCCTAAGATGTTGACAAAGTTACTACGAAGAGGTCTGGGGAATGACAGTGGCATGC
C. sapidus % 7 R i e o | o P 2 P I ] P | (S S SR .

consensus>70 .; aagcacatgcaga..gt.gatgcctaa...g. ... .00




Figure S1G. GAPDH gene continued.

M. amazonicum 1166 AT..GCGAAT[G.AAAG.A...AGTGGTTTATTTTTATTTTCGTTAAGATGGGGGGAGAGTCTGT[TIGRAIAGTCGTTAGAAGTCGTC
M. nipponense 1165 GT..GGAAGT|G.GACG.A...AGGTTTA.TTTTT|T|TCGTTTAAGGGGGAGGGGTGGGAGAAGT ITIGAAGTCGTTAGTAGAAGTC
M. rosenbergii wre " Shsiaey e S W SISO BSOS SANeE waane el
M. orfelsii -
P. carinicauda 1122 AA..GGGGGC|G.GA...A...AGAGTTGTTCAGG|T] AAGTTTATGAAAGTACAC
P. japonicus 1420 GT..GCGGGC|G.GGGTCG...CGGGACATCTTGTTICGTCGTCTTCG. . .TGCGTT. AAMTTAC.TCTTAGTAACA
P. indicus 1113 GT..ACGGCCGGGGGC.G...CGGGACCTCTTCGT|ITGTCTTCGTGCG. . .TTGC. AIARATAC.TCTT. .TAGTA
P. monodon 1315 GT..GCGGCCGGGGGC.G...CGGGACCTCTTCGT|ITGTCTTCGTGCG. . .TTGT. AAATAC.TCTTTTTAGTA
P. chinensis 1363 GT..ACGGCCGGCGGC.G...CGGGACCTCTTCGT|ITGTCTTCGTGCG. . .TTGT. AATAC.TCTT. .TAGTA
P. vannamei 1054 GT..GCGGCCGGGGGC.G...CGGGACTTCTTCGT|TGTCGTCTTCGTGCGTTGC. AGATA. . .CTCTTTAGTA
G. locusta 1139 AGGAACGGTAGIGCTTGAATGGATGAGTATATTTTTITTGTTTTTTCGTTTGTTTTG. . . ... ... .|.|TIGATAG. .. .CAGCCTGA
P. ornatus 1329 AA..TA.GGCG.CTTGAA...AGATAGA......TlGCAGATTTTACGAAATCTGTTGAGAACTTT|GAAAGAACACCAGTTACTT
P. trituberculatus 1115 ....ATGGCAGICCTAA.....AATTGGA...... TITCAGACCCAAGGCTACTATATG . « o v oo TIGAACAATGTAAAAGTGCTT
C. sapidus 0 1 | g
consensus>70 o o R R O O T Py O oo P PG A
M. amazonicum 1243 GTTCAGGCATCARIGAAGAGTTGATGAL. ......... CGATTAAAGTACACACGAAGGAAGAAGTAGGCCTATTTGTGAACCACT
M. nipponense 1241 GTTCAGGCATCARAAGAGATGCTGATAACGACGAAGATGATGAAAGTACACACG. .AAGGAAGAAGTATATGTGAACCACT
M. rosenbergii ST eoefe
M. orfelsii . o oee ce et
P. carinicauda 1172 AG . . . .TCTTWGAACCACT
P. japonicus 1491 TGTTGGCAAAAGAACTATTTAGTTTATTTGCATA..TATAATATATAAACACGAGAGAACAAGACTGATC.
P. indicus 1179 ATATGTTGGCGARAGATCTTAGTTTATTTGCAT....ATTATATA.......T. .. CE
P. monodon 1383 ATATGTTGGCGAAAGATCTTAGTTTATTTGCATATATACATATTATATATAAC . v oo v v e venaan
P. chinensis 1429 ATTTGTTGGCGAAAGATATTAGTTTATTTGCATATATATTATATA. ...... Tieeeenaananans
P. vannamei 1123 ATATGTTGGCGARAAGATCTTAGTTTATTTGCATATATATATTATATATAACCC . v v v v vn s vnnsnn
G. locusta 1208 ATCAAGGAAATAAAATA...ATGTAAACTAAAAAA.AAAAAAAAAAAAAAAAA. AAAAAAAA. ..
P. ornatus 1400 TTGAATGCTTTTRAACTC...CATTTATTTTGCAAAATACTGGCACTGCTCTGA. . .AAAGTATCCTGACATTATATCGCAA
P. trituberculatus 1177 CTCTGTACATTARAGTTA....TGCTAAATTA..... TAATGCCATCCCATT. .. «AGAAATGTTTCAAGTCCAAATCACCT
C. sapidus Tl S s ae
consensus>70 B 3

. . (= . . . . .
M. amazonicum 1317 TGTAAATTTAAAGAAAGC.AAATTT[T|TA.TATTTTAT. . TAGCAAAGTTATGCCCTGTTG. .CAAG. ... .TTTCGTGTTATTTT
M. nipponense 1319 TGTAAATTTAGAAAAGAGTAAATTTITTA.TATTTTAT..TAGCAGTTATG.... . .AC..CAAG. .TTTCGTGTTATT. .
M. rosenbergii 358 ey T B S e d R
M. orfelsii Waitrs SUA S AT S A R, SR AR A
P. carinicauda 1187 AT|TA. TATTTTAT TAGCAAAGTTATGCCTTGTTG. .CAAGTTCAATGTTTT. . .. ...
P. japonicus 1559 . TITIAA.AGTAGGAA. .CTGCCCCTGCGCGCCCTGGCA. .TCACGCCCTTGCGCCCTAAAAT
P. indicus 1221 AACCACGAGATCAAATTCITITGAAAGGTAGGAA.CTTCCCCGTGCGCCCT. .GGCATCACGCCCTTGCGTCCTCGTAT
P. monodon 1436 CACGAGAAGATTAAAATCITITGAAAGGTAGGAA.CTGCCCCGCGCGCCCT. .GGCATCACGCCCTTGCGTCCTCGTAT
P. chinensis 1475 ... AACCACGAGATTAAATTCTITGAAAGGTAGGAA.CTTCCCCGTGCGCCCT. .GGCATCACGCCCTTGCGTCCTCGTAT
P. vannamei 13176 ... - .CGAGAACAAGATTAAATCT|ITGAAAGGTAGGAATTGCCCCCGCGCGCCCT. .GGCATCACGCCCTTGCGTCCTCATGT
G. locusta = = ceemsssessmseusemeseseslss A L D T R R R R R R O B
P. ornatus 1475 CTTCTCTCGACAGATCTT.TAAACGTTC.TCTTGTAC..ACAGAGACGGGTGTAGGGGAGAACACACACATTGCATTAAAATT.
P. trituberculatus 1245 TGTACGTGCAGAAAGAACTTAATGC|TGG.AGTTTATGGGCTGAATGGGTATGTCCTCACG. ... ... TCGCAGTGTGGTAGTGT
C. sapidus e
consensus>70 DR

o . . . . . . . .
M. amazonicum 1391 TCTITTCCAGTTTGTTTTCTAGCAGAAGTATGGTGGAAAGCTT. ..GCTAGGATTTAGTTTTCTTTTTTTTTTTCT[TATTTA.A
M. nipponense 1384 ... . T|TCTTTTCCCAGTTCTAGCAGAAGTATGATGGAAAGCTT...GCTAGCTAGGATT..TAGTTTCTTTTATTT|TATTTA.A
M. rosenbergii 2w | B
M. orfelsii e afe e eean
P. carinicauda 1250 TCCATTTTATTTTCTAGCAGAGGTATG . .GAAAGTTA...GGTAGGATTATGC. CTATTTAAAGTTTAGTTTTTGACA
P. japonicus 1614 TCGTGTTGGTGCGGGTGGGCGAGCGGGAAGAAACGCTG. . .CACGCCCTCAATGCCGCCACACGTGGGTGG|TAGTGAGA
P. indicus 1295 CG.TGATGGTGCGGGAGGGAGGAARATGCTGAACGCTCT . v v v v v v .CTCCACACGTCGGTGG|TAGCGA. .
P. monodon 1510 CG.TGTTGGTGCGGGAGGGAGGAAATGCCGAACGCTCT. . . ... .. CGCCACACGTCGGTGG|TAGCGA. .
P. chinensis 1549 CG.TGATGGTGCGGGAGGGAGGAAAAGCCGAACGCTCT. . .o v v . CTCCACACGTCGGTGGTAGCGA. .
P. vannamei 1251 CG.TGTTGGTGCGGGAGGGAG.CTTTGCCGAACGCTCT. . ... ... CGCCACACGTCGGTGG|TAGTGA. .
G. locusta S diN A m R ke @ E S B e e e e e WG e e e e e @ e @) e 8 e s e S Ae S ® e e e se ks R S B
P. ornatus 1554 GA. .CGATTTCCAAAGAGACCTTCGAAGGATCCCTT...GCACCCAAGGCGT.GACGTTTGTGCGTGCG|TCTTCGTC
P. trituberculatus 1321 GATTGTTCCTGGTGTCACTTGGTTAGTCAGGTTAGTCTGTGCTGGGTGAAATTCTGTCCTTACAGTGATGTTITATTTGA
C. sapidus =00 Laaifdiieiciiiieniciiieiiis it ai s e v en s s e e i s e et sh s ae e vese b as sfafeve e
consanaugr70. 20 oeenBaieeeisisie sie SeiEe wNGEIGE S @ee B S eie SR e Eia eee eI e W e S e aye eae wil i el
M. amazonicum 1471 ATG..GTCAGAAAGGAAAGTGGAACAAAAACCTTGTTAGCGTTTTATCACTTTATATATTTTCAAGGTACAGTAATGTTATCTT
M. nipponense 1458 ATG..GTCAGAAAGGAAAGCGGAACAAA....CCTTGTCATTGTTATCACTTTATATATTTTCAAGGTACAGTAATGTTCTCTT
M. ZOSONBORGLE o e SRR ST GG SRR SRRGS SN SRR AR SRR RN SR R TR SRR
N, oxfel8id: 0 Gioeq e e e S SR G SSRGS BT SO S RN RAETE) RIS SR R A R BT RIS
P. carinicauda 1323 TAG.......GAGGGAAAGTGGAA. CAAACCTTTATACCACGTTATCACTTTATATTTTCAAAATACAATAATGTTCTCTT
P. japonicus 1694 GTG..GTCGTGGTCGTT.GT...TGTTTAGAGTCGTGCTAGTCTCATCCCTT... ACATGTTTTTTG
P. indicus 1365 GTG..GTCGTGGTCGTCGATGT......TTAGTCGTGCTAGTCTCATCCCTTA. « . CATGTTTTTTTTGTC
P. monodon 1580 GTG..GTCGTGGTCGTCGATGT .TTAGTCGTGCTAGTCTCATCCCTTA. CATGTTTTTTTTGTC
P. chinensis 1619 GTG..GTCGTGGTCGTCGATGT .TTAGTCGTGCTAGTCTCATCCCTTA. CATGTTTTTTTITGTC
P. vannamei 1320 GTG..GTCGTGGTCGTCGATGT .TTAGTCGTGCTAGTCTCATCCCTTT. CATGTTTTTTTTTTT
G. locusta
P. ornatus 1626 TTC..GTCGTCTG.ssovvssoe
P. trituberculatus 1401 CTGCAAGAAGAAACGATAATGG
C. sapidus o i AN S AN

consensus>70



Figure S1G. GAPDH gene continued.
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